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8 #8 . Do labyrinthulomycete genomes reveal signatures of an ancestral
stramenopile?

Z 5 | We have been exploring the draft genome sequences of three
labyrinthulomycetes (Aplanochytrium kerguelense PBSO07, Schizochytrium
aggregatum ATCC28209, Aurantiochytrium limacinum ATCCMYA-1381). While
investigating individual genes involved in the production of beta-carotene we
found several examples of apparent horizontal gene transfer (HGT) from bacteria.
To determine how widespread HGT might be in labyrinthulomycete genomes, we
conducted an extensive BLAST analysis against phylogenetically diverse
reference proteomes. | will discuss whether the results of this effort reveal HGT
between labyrinthulomycetes and diverse eukaryotic (and prokaryotic) lineages,
or provide insights into parts of the gene complement of an ancestral
stramenopile that have been lost in various lineages of its descendants.
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